. (A) Circular dichroism spectra of 3.5 (35 μM) at 20 °C in phosphate buffer (10 mM, pH 7.4, triangles) and in urea (10 M, circles). (B) Circular dichroism spectra of 3.5 (35 μM) at 20 °C in phosphate buffer (10 mM, pH 7.4, triangles) and in urea (10 M, circles). (C) Circular dichroism spectra of a mixed solution of (1:1, 35 μM total peptide concentration) at 20 °C in phosphate buffer (10 mM, pH 7.4, triangles) and in urea (10 M, circles). dimer at 202 μM (circles), 101 μM (x), 49 μM (triangles), 19 μM (+) and 8 μM (squares). Experiments were performed in phosphate buffer (10 mM, pH 7.4) at 20 °C with a monomer ratio of 1:1. Curves were fit to equation (1) to determine TM, the midpoint of the unfolding transition. 
